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by disc diffusion to determine their susceptibility proﬁle for
six commonly used antibiotics.
Results and Discussion: High resistance levels were
detected for most commonly used drugs like tetracycline
(75.9%) and clotrimazole (72.4%). Resistance to less com-
monly use antibiotics in poultry also recorded signiﬁcant
resistance as follows; ampicillin (39%), chloramphenicol
(13.2%) and ciproﬂoxacin (19%). One hundred and seven-
teen isolates showed resistance to two and more antibiotics.
Multi-drug resistance and different farm management
“treatments” was statistically signiﬁcant (p≤ 0.001). The
E. coli isolates showed twenty one different resistant
patterns with tetracycline/clotrimoxazole being the most
common. Sixty samples were analyzed for virulence related
genes using multiplex PCR. Seven virulence related genes
were investigated but only ten isolates were positive for
verotoxin.Serotype O111,O6,O126,and O78 werepositive for
verotoxin,andO126 and O111 were positive forintimin. There
was no signiﬁcant relation between virulence and multi-drug
resistance (p≤ 0.05).
The present study highlights the presence of multi-drug
resistant E.coli among healthy broilers chicken in Nairobi,
Kenya. The source of antibiotic resistance in the broilers is
discussed.
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Background: Urinary tract infections (UTIs) are one of the
most common infections seen in community practice. Over-
all, E. coli is responsible for the majority (50% to 80%) of
UTIs. Widespread uses of ﬂuoroquinolones in patients with
UTIs have resulted in increasing incidences of resistance
against these agents all over the world. The aim of this study
was to assess, susceptibility of E. coli isolates from patients
with Urinary Tract Infection against ﬂuoroquinolones and
detection of mutations in the gyrA gene in Iran.
Material and Methods: Antimicrobial susceptibility test-
ing of 164 E. coli isolates from patients with UTI, was assayed
by disk agar diffusion (DAD) and MIC methods. Polymerase
chain reaction (PCR) of gyrA strains were performed by
ampliﬁcation of Quinolone Resistance Determining Region
(QRDR) of gyrA gene. PCR products were screened by Con-
formational Sensitive Gel Electrophoresis (CSGE) and those
with hetrodublexes were selected and examined by DNA
sequencing.
Results: According to disc agar diffusion, 49.3% of isolates
were resistant to nalidixic acid and 41.4%, 44.5% and 40.2%
were resistant to norﬂoxacin, oﬂoxacin and ciproﬂoxacin
respectively. DNA sequencing of the 268-bp PCR product cov-
ering the entire QRDR region of gyrA demonstrated presence
of mutations at codons 83 and 87 in all 81 resistant isolates
(showed hetrodublexes in CSGE) when compared to wild-
type E. coli K-12. Eleven isolates had only one mutation in
codon 83 and 2 isolates had only one mutation in codon 87.
The others had both mutations simultaneously. The muta-
tions at codon 83 were C T located in the codon TCG, by
substitution of lucine for serine. Also, mutations at codon
87 were (G A located in codon GAC) resulted by substitution
of asparagine for an aspartate.
Conclusion: During this study a high level of resistance
to commonly used ﬂuoroquinolones observed in E. coli
isolates from patients with Urinary Tract Infections. Our
ﬁndings indicated that high-level ﬂuoroquinolone resistant
frequently was associated with single and double gyrA muta-
tions in all E. coli isolates. In addition, Conformational
Sensitive Gel Electrophoresis (CSGE) showed good sensitivity
for screening of the mutations and could be used in similar
screenings where other methods have limitation and lower
sensitivity.
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Objectives: Helicobacter pylori(Hp) infects the majority
of the adult population in developing countries including
Iran and is associated with gastrointestinal diseases such
as gastritis, peptic ulcer disease (PUD) and gastric cancer.
Antibiotic resistance is a key factor in the failure of Hp erad-
ication therapy. Hence characterization of susceptible and
resistant strains and identiﬁcation of their clonal population
is critical. This study conceived to provide information on
the diversity of Metronidazole and Clarithromycin resistant
Hp strains in Iran.
Methods: The susceptibility testing of 50 Hp isolates
were performed and interpreted according to the guide-
lines from the Clinical and Laboratory Standards. Two set
of primers were designed to detect point mutations in the
23S rRNA gene responsible for clarithromycin resistance and
RFLP was done to reveal point mutations via digestion of
PCR products with BsaI, MboII. Another set of primers were
used for detection of rdxA gene deletion responsible for
metronidazole resistance. All of the strains were typed by
RAPD-PCR.
Results: Approximately 17.6% and 59.4% of strains were
resistant to clarithromycin and metronidazole respectively.
One (3.3%) strain was resistant to both antibiotics. RAPD-
PCR revealed ampliﬁed fragment sizes ranging from 2 kb to
0.17 kb. With 80% similarity 18 clonal populations were iden-
tiﬁed based on RAPD proﬁling. Most (80%) of the strains of
